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Bacteroides thetaiotaomicron C34 (GCA_004349635.1)45.8
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Bacteroides thetaiotaomicron VPI-BTDOT2 (GCA_025914255.1)32.9
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Bacteroides thetaiotaomicron D46st2_D6_D46t1_190503 (GCA_028398885.1)2.29

Bacteroides thetaiotaomicron D46t1_190503_E10 (GCA_015556535.1)4.71
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Bacteroides thetaiotaomicron BFG-112 (GCA_024787245.1)0.0278

Bacteroides thetaiotaomicron BFG-129 (GCA_024758405.1)0.972

Bacteroides thetaiotaomicron S_386 (GCA_034129385.1)20.3
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Bacteroides thetaiotaomicron D6t1_180914_A12 (GCA_015554205.1)18.6
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Bacteroides thetaiotaomicron CL06T03C18 (GCA_018291825.1)21.7
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1
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1
3.38

Bacteroides thetaiotaomicron S_789 (GCA_034144005.1)1.23

Bacteroides thetaiotaomicron S_415 (GCA_034128785.1)6.77

Bacteroides thetaiotaomicron TF01-15 (GCA_027691065.1)15.6
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Bacteroides thetaiotaomicron BFG-169 (GCA_024758865.1)2.86

Bacteroides thetaiotaomicron S_134 (GCA_034122925.1)4.14
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1.01

Bacteroides thetaiotaomicron RTP21106st1_H8_RTP21106_201023 (GCA_028398615.1)0.0759

0.57
0.924

0.74
0.941

Bacteroides thetaiotaomicron RTP21106st1_B4_RTP21106_201023 (GCA_028398735.1)0.129

Bacteroides thetaiotaomicron RTP21106st1_C8_RTP21106_201023 (GCA_028398715.1)0.871

Bacteroides thetaiotaomicron RTP21106st1_D1_RTP21106_201023 (GCA_028398785.1)4.06

Bacteroides thetaiotaomicron S_489 (GCA_034128015.1)3.87

Bacteroides thetaiotaomicron BFG-380 (GCA_024791245.1)4.93
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NJ tree generated by a cgMLST analysis (based on 241 loci)
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