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Bacillus amyloliquefaciens N-8 (GCA_048054725.1)
Bacillus amyloliquefaciens TL106 (GCA_023920185.1)
Bacillus amyloliquefaciens - (GCA_001286965.1)
Bacillus amyloliquefaciens Jxnuwx-1 (GCA_001469685.1)
Bacillus amyloliquefaciens N2B2 (GCA_030284565.1)
Bacillus amyloliquefaciens LM2303 (GCA_001889285.1)
Bacillus amyloliquefaciens LFB112 (GCA_000508265.1)
Bacillus amyloliquefaciens DH8030 (GCA_008534375.1)
Bacillus amyloliquefaciens WF02 (GCA_013122255.1)
Bacillus amyloliquefaciens PMB05 (GCA_019458775.1)
Bacillus amyloliquefaciens M49 (GCA_001619745.1)
Bacillus amyloliquefaciens CUN9 (GCA_032930055.1)
Bacillus amyloliquefaciens CHAG-1D (GCA_032918205.1)
Bacillus amyloliquefaciens PRIN1 (GCA_032933215.1)
Bacillus amyloliquefaciens Y14 (GCA_001874385.1)
Bacillus amyloliquefaciens BZR 854 (GCA_047780485.1)
Bacillus amyloliquefaciens CB (GCA_011754125.1)
Bacillus amyloliquefaciens FJ4 (GCA_042465695.1)
Bacillus amyloliquefaciens MP-1 (GCA_026123105.1)
Bacillus amyloliquefaciens MM28 (GCA_049537795.1)

 Dendrogram of cgMLST analysis (based on 2602 loci)


