N) tree generated by a cgMLST analysis (based on 942 loci)

L) actiplantibacillus plantarum FUA3247 (GCA_026127625.1)
=Lactiplantibacillus plantarum IRG1 (GCA_004319665.1)
“Lactiplantibacillus plantarum AWA2013 (GCA_030297715.1)

5. actiplantibacillus plantarum CM3 (GCA_030480505.1)
=Lactiplantibacillus plantarum 192 (GCA_025129295.1)

=Lactiplantibacillus plantarum AR195 (GCA 017351995.1)

Lactiplantibacillus plantarum Dan91 (GCA_014324175.1)

25, actiplantibacillus plantarum AWA2045 (GCA_030297735.1)
Lactiplantibacillus plantarum NIGAB (GCA_041520895.1)
=Lactiplantibacillus plantarum HF43 (GCA_022815785.1)
Lactiplantibacillus plantarum CIRM-BIA 1108 (GCA_025190025.1)
=Lactiplantibacillus plantarum CIRM-BIA 2184 (GCA_025190145.1)
=Lactiplantibacillus plantarum 1001254st1_Al_1001254B_151014 (GCA_028321915.1)
Lactiplantibacillus plantarum KCKM 0597 (GCA_031348585.1)
Lactiplantibacillus plantarum T1R2B (GCA_018993325.1)

2 Lactiplantibacillus plantarum Nizo3894 (GCA_001633725.1)
Lactiplantibacillus plantarum LMG 13556 (GCA_040705195.1)
Lactiplantibacillus plantarum FUA3183 (GCA_026127845.1)
Lactiplantibacillus plantarum Nizo2262 (GCA_001639585.1)
~Lactiplantibacillus plantarum D31 (GCA_004102885.1)
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