NJ tree generated by a cgMLST analysis (based on 942 loci)

00293, actiplantibacillus plantarum CIRM-BIA777 (GCA_964200455.1)
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1 0974, actiplantibacillus plantarum CIRM-BIA 776 (GCA_025212005.1)
Lactiplantibacillus plantarum CIRM-BIA 2110 (GCA_025190125.1)
28, actiplantibacillus plantarum 02T60C (GCA_002165715.1)

7 7 Lactiplantibacillus plantarum B-1 (GCA_004122965.1)
H3‘—;<I<_actiplantibacillus plantarum 12_3 (GCA_004028335.1)
Q'Lactiplantibacillus plantarum NI326 (GCA_002407395.1)

200025, actiplantibacillus plantarum 381 (GCA 019390145.1)
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Lactiplantibacillus plantarum 41G (GCA 019390115.1)
Lactiplantibacillus plantarum 41P (GCA_019399915.1)

M-Lactiplantibacillus plantarum 13A (GCA_019390095.1)
@-Lactiplantibacillus plantarum NML21 (GCA 045348015.1)

1o Lactiplantibacillus plantarum ELAB51Y (GCA_029846785.1)
H;:Lactiplantibacillus plantarum FUA3073 (GCA_026127585.1)

1.82 Lactiplantibacillus plantarum LP03 (GCA_026127665.1)

Lactiplantibacillus plantarum LPL-1 (GCA 002205775.2)
mLactiplantibacillus plantarum b-2 (GCA 003352125.1)
“Lactiplantibacillus plantarum L31-1 (GCA_001267905.1)

0 Lactiplantibacillus plantarum LR-31 (GCA_028994535.1)
Lactiplantibacillus plantarum BR-12 (GCA_045010365.1)
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