NJ tree generated by a cgMLST analysis (based on 942 loci)

%) actiplantibacillus plantarum FUA3319 (GCA_026127725.1)

2583 actiplantibacillus plantarum Nizo2258 (GCA_001639525.1)
Lactiplantibacillus plantarum Nizo2257 (GCA _001639505.1)
=Lactiplantibacillus plantarum YLBGNL-S7 (GCA 006494465.1)
Lactiplantibacillus plantarum T9 (GCA _004102845.1)
Lactiplantibacillus plantarum T9 (GCA _004212195.1)

B4 actiplantibacillus plantarum KLDS1.0391 (GCA_002028365.1)

802 20208, actiplantibacillus plantarum YW11 (GCA_004028295.1)
1Hw-Lactiplantibacillus plantarum YW32 (GCA 004123035.1)

2979, actiplantibacillus plantarum R3-2-2 (GCA_004302185.1)
0_0208M-Lactiplantibacillus plantarum B1-1 (GCA 004301545.1)
o4t 0025, actiplantibacillus plantarum B2-2 (GCA_004301565.1)
Lactiplantibacillus plantarum R7-1-1 (GCA_004302585.1)
@-Lactiplantibacillus plantarum Y2-5 (GCA_004301205.1)

051 299 actiplantibacillus plantarum E6-3 (GCA_004300965.1)
Lactiplantibacillus plantarum P-8 (GCA_000392485.2)
Lactiplantibacillus plantarum E6-1 (GCA_004300925.1)
Lactiplantibacillus plantarum E6-2 (GCA_004300935.1)
Lactiplantibacillus plantarum E6-4 (GCA_004300945.1)

Lactiplantibacillus plantarum M4-2 (GCA_004301025.1)
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