N) tree generated by a cgMLST analysis (based on 993 loci)

! ™Parabacteroides merdae 1001175st1_Al (GCA 005844535.1)

Parabacteroides merdae 1001175B_160314_A1 (GCA_015552245.1)

2%.parabacteroides merdae DFI.1.110 (GCA_020563655.1)

Lparabacteroides merdae DFI.1.88 (GCA_022137325.1)

Parabacteroides merdae DFI.1.192 (GCA_022138085.1)

Parabacteroides merdae DFI.1.92 (GCA_024463475.1)

Parabacteroides merdae SRR13494520_bin.54_MetaWRAP_v1.3_MAG (GCA_959026335.1)

Parabacteroides merdae RTP21484stl_E1_RTP21484_ 190118 (GCA_028328355.1)

*%8.parabacteroides merdae CHE518_007 (GCA_022720235.1)

29.parabacteroides merdae SRR13753901_bin.1_metawrap_v1.3_MAG (GCA_947507315.1)

Parabacteroides merdae bin_3_LilbubCat (GCA_026169675.1)

Parabacteroides merdae 1001713st1_A4_1001713B170221_170320 (GCA_028328565.1)

Parabacteroides merdae 1001713stl_F6_1001713B170221_170320 (GCA_028326725.1)
?2%.parabacteroides merdae 1001713stl_B1_1001713B170131_170501 (GCA_028328535.1)
Parabacteroides merdae 1001713st1_E1_1001713B170214_170313 (GCA_028328485.1)
Parabacteroides merdae 1001713B170207_170306_F10 (GCA_015547825.1)
Parabacteroides merdae 1001713st1_E11_1001713B170207_170306 (GCA_028328525.1)
Parabacteroides merdae 1001713st1_C2_1001713B170214_170313 (GCA_028326685.1)
Parabacteroides merdae 1001713st1_G4_1001713B170207_170306 (GCA_028328445.1)
Parabacteroides merdae 1001713st1_B7_1001713B170131_170501 (GCA_028326665.1)
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