N) tree generated by a cgMLST analysis (based on 607 loci)
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Limosilactobacillus fermentum KUB-D18 (GCA_023370755.1)
Limosilactobacillus fermentum 28-3-CHN (GCA_000162395.1)
Limosilactobacillus fermentum CIRM-BIA 2151 (GCA_025191585.1)

—% imosilactobacillus fermentum Pom5 (GCA_030851245.1)

4 oo Limosilactobacillus fermentum SNUV175 (GCA_001941785.1)

@Limosilactobacillus fermentum AF11-4-H (GCA_003465085.1)
—& imosilactobacillus fermentum URCS 11 (GCA_024137685.1)

!%%Limosilactobacillus fermentum BRD L14 (GCA 026184215.1)

Limosilactobacillus fermentum FUA033 (GCA_030665445.1)
=Limosilactobacillus fermentum EFEL6800 (GCA_029961225.1)
Limosilactobacillus fermentum UCO-979C (GCA_001297905.1)
Limosilactobacillus fermentum 39 (GCA_001010185.1)
2| imosilactobacillus fermentum KHUD_007 (GCA_024385625.1)
Limosilactobacillus fermentum NB-22 (GCA_000496435.1)
Limosilactobacillus fermentum QAULFN55 (GCA_022509385.1)
Limosilactobacillus fermentum 279 (GCA_002794275.1)
Limosilactobacillus fermentum CVM-347 (GCA_011290755.1)
Limosilactobacillus fermentum Ibl66 (GCA_027857595.1)
Limosilactobacillus fermentum Ibl60 (GCA_027857625.1)
“-Limosilactobacillus fermentum GD5MG (GCA_028216035.1)
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