N) tree generated by a cgMLST analysis (based on 1102 loci)

241 evilactobacillus brevis MB2 (GCA_026930445.1)
Levilactobacillus brevis MB1 (GCA_026930425.1)
Levilactobacillus brevis MB13 (GCA 027108875.1)
Levilactobacillus brevis MB20 (GCA_026930365.1)

3. evilactobacillus brevis MCC633 (GCA_018784425.1)
Levilactobacillus brevis KMB_615 (GCA_003346095.1)
24 evilactobacillus brevis A189 (GCA_039566335.1)
Levilactobacillus brevis CIRM-BIA 2227 (GCA_025194465.1)
Levilactobacillus brevis 2-34 (GCA_024330045.1)

205, evilactobacillus brevis CIRM-BIA 2231 (GCA_025194385.1)
=Levilactobacillus brevis CIRM-BIA 2230 (GCA_025194405.1)
=Levilactobacillus brevis 47f (GCA_001010995.2)

HLO

1102 Leal"Levilactobacillus brevis MKMB04 (GCA_039839865.1)
! Eﬁf’ Levilactobacillus brevis MKMB05 (GCA_039839695.1)

159 66.3

Levilactobacillus brevis KMB_620 (GCA_003346245.1)
Levilactobacillus brevis MRS-8 (GCA_032841235.1)
Levilactobacillus brevis MRS-9 (GCA_032841255.1)
2249 evilactobacillus brevis DRD-59 (GCA_023743375.1)

o

1 0_05080 Levilactobacillus brevis DRD-52 (GCA _023743355.1)
oe [° Levilactobacillus brevis DRD-35 (GCA_023743475.1)




