150

100

50

Bacteroides fragilis BF_AP_STO_SE 2014 (GCA
Bacteroides fragilis BF_FA_COP_DK 2009 06 (C
Bacteroides fragilis P16.H3 (GCA_020256775.1
Bacteroides fragilis P16.G1 (GCA 020256545.1
Bacteroides fragilis P16.C3 (GCA_020256805.1
Bacteroides fragilis P16.H2 (GCA_020256865.1
Bacteroides fragilis P16.A1 (GCA 020256985.1
Bacteroides fragilis P16.A4 (GCA_020256925.1
Bacteroides fragilis P16.F3 (GCA 020256835.1
Bacteroides fragilis P16.A3 (GCA_020256905.1
Bacteroides fragilis P15.C8 (GCA_020257085.1
Bacteroides fragilis P15.E8 (GCA_020256935.1
Bacteroides fragilis P15.A8 (GCA_020257125.1
Bacteroides fragilis P15.D8 (GCA 020257155.1
Bacteroides fragilis S2_011_022G1_dasS2_011
Bacteroides fragilis ERR4918954 bin.5 MetaW
Bacteroides fragilis BF_BC VIB_ DK 2012 57 (G
Bacteroides fragilis S_ 805 (GCA 034143405.1)
Bacteroides fragilis B1 (UDC16-1) (GCA 00059
Bacteroides fragilis DFI.5.18 (GCA 020558865.



