N) tree generated by a cgMLST analysis (based on 903 loci)

%%, acticaseibacillus rhamnosus CNCM-1-3698 (GCA_001005625.1)
—*Lacticaseibacillus rhamnosus 5-1 (GCA 004122925.1)
£8 acticaseibacillus rhamnosus VHProbi M12 (GCA_031593775.1)
“Lacticaseibacillus rhamnosus DPC 7102 (GCA_014155845.1)
“Lacticaseibacillus rhamnosus FME96 (GCA_029874435.1)

1a [ HLacticaseibacillus rhamnosus FAM 20558 (GCA_005864245.1)
1%@:Lacticaseibacillus rhamnosus Lrh27 (GCA_001656945.1)

84| acticaseibacillus rhamnosus Lrh29 (GCA_001656585.1)

299, acticaseibacillus rhamnosus N202 (GCA_028878115.1)

%  (-Lacticaseibacillus rhamnosus Lrh_yogurt_D6 (GCA_026966975.1)

rlo
-
Q
(o]
(=3
0
[
(]
2,
o
Q
o,
c
(0]
=
-3
)
3
3
[=]
()]
[=
(0]
-
-
I=-
<
=]
Q
c
-~
O
(6]
—_
(]
0
|>
o
N
=)}
©
()]
N
o
=
u
=
~

Lacticaseibacillus rhamnosus Lrh_yogurt_Al (GCA_026967395.1)




