NJ tree generated by a cgMLST analysis (based on 935 loci)

. actobacillus crispatus C0051D3 (GCA_027153705.1)

“Lactobacillus crispatus C0175C1 (GCA 027153545.1)

Lactobacillus crispatus C0175A2 (GCA_027153645.1)

Lactobacillus crispatus C0051A4 (GCA 027153845.1)

Lactobacillus crispatus CO051A5 (GCA_027153945.1)

Lactobacillus crispatus C0177A3 (GCA_027153465.1)

Lactobacillus crispatus C0176A1 (GCA_016093195.1)

0'990 Lactobacillus crispatus C0177A2 (GCA 027153425.1)

m{;Lactobacillus crispatus C0176A3 (GCA 027153505.1)

2994 actobacillus crispatus C0177A4 (GCA_027153445.1)

o %L actobacillus crispatus CO176A5 (GCA_027153485.1)

Lactobacillus crispatus C0176A2 (GCA_027153525.1)

Lactobacillus crispatus C0174A4 (GCA_027153685.1)
Lactobacillus crispatus C0174A2 (GCA_027153755.1)

8:83391 2297 actobacillus crispatus C0175A3 (GCA _027153625.1)

b.0026 0_9980 Lactobacillus crispatus C0174C1 (GCA_027153665.1)

o P b actobacillus crispatus CO174A3 (GCA_027153745.1)

0.00195 0

0.06 0.00195 Lactobacillus crispatus C0175A4 (GCA 027153605.1)
b.ootes " ELactobaciIIus crispatus C0051A1 (GCA 027153815.1)

0.01

=]o

0.33

0.00625
0.09

o

0.998

===Lactobacillus crispatus C0174A5 (GCA_027153715.1)

%Root

N
wv
o



