N) tree generated by a cgMLST analysis (based on 935 loci)

1| actobacillus crispatus C0126A3 (GCA 027157565.1)
Lactobacillus crispatus C0022A5 (GCA_027158945.1)
Lactobacillus crispatus C0022A2 (GCA_027159025.1)
Lactobacillus crispatus C0127A5 (GCA_027158725.1)
Lactobacillus crispatus C0127B1 (GCA_027158685.1)
Lactobacillus crispatus C0125A5 (GCA_027158785.1)
2983, actobacillus crispatus C0127A3 (GCA_027158705.1)
2991, actobacillus crispatus C0127A4 (GCA_027158735.1)
002 29| actobacillus crispatus C0126A1 (GCA_027158795.1)
000407 2997 actobacillus crispatus C0125A1 (GCA_027158835.1)
900273 22%.| actobacillus crispatus C0124A4 (GCA_027158885.1)
000152 2% actobacillus crispatus C0124A3 (GCA_027158905.1)
2.00088 HLactobacillus crispatus C0022A1 (GCA_027159035.1)
3;32""9 ®Lactobacillus crispatus C0127A1 (GCA_027157665.1)
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Lactobacillus crispatus C0022A4 (GCA_027159005.1)
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