N) tree generated by a cgMLST analysis (based on 935 loci)

o

Lactobacillus crispatus C0126A3 (GCA_027157565.1)

%Lactobacillus crispatus C0022A5 (GCA_027158945.1)

Lactobacillus crispatus C0022A2 (GCA_027159025.1)

LLactobacillus crispatus C0127B1 (GCA_027158685.1)

Lactobacillus crispatus C0125A5 (GCA_027158785.1)

299 actobacillus crispatus C0127A3 (GCA_027158705.1)

2983, actobacillus crispatus C0127A5 (GCA_027158725.1)

299 actobacillus crispatus C0127A4 (GCA_027158735.1)

9%, actobacillus crispatus C0126A1 (GCA_027158795.1)

2997, actobacillus crispatus C0125A1 (GCA_027158835.1)

2998, actobacillus crispatus C0124A4 (GCA_027158885.1)

2999, actobacillus crispatus C0124A3 (GCA_027158905.1)

SLactobacillus crispatus C0022A1 (GCA_027159035.1)

LLactobacillus crispatus C0127A1 (GCA_027157665.1)
’Lactobacillus crispatus C0126A5 (GCA_027158765.1)
Lactobacillus crispatus C0124A5 (GCA_027158825.1)
Lactobacillus crispatus C0125A4 (GCA_027158845.1)
Lactobacillus crispatus C0124A1 (GCA_027158925.1)
Lactobacillus crispatus C0022A3 (GCA_027158985.1)
Lactobacillus crispatus C0022A4 (GCA_027159005.1)

0.04

0.03

2.Root

N
ul
o“l»



