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Parabacteroides merdae AM100-PB-1D-5A (GCA_027660445.1)130

Parabacteroides merdae SUG1078 (GCA_022787455.1)129

0.81
6.59

1
85

Parabacteroides merdae BFG-280 (GCA_020091365.1)322

1
308

Parabacteroides merdae SRR5240731_bin.12_metaWRAP_v1.3_MAG (GCA_945828235.1)0

Parabacteroides merdae ERR1855551_bin.8_metaWRAP_v1.3_MAG (GCA_945864955.1)0
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8.19

1
397

Parabacteroides merdae 1001095IJ_161003_F2 (GCA_015548105.1)0.816

Parabacteroides merdae 1001095st1_A4_1001095IJ_161003 (GCA_028328905.1)2.18

1
22.7

1
62.7

Parabacteroides merdae CL06T03C08 (GCA_018289315.1)328

Parabacteroides merdae 1001136B_160425_B1 (GCA_015558865.1)310

1
46.1

Parabacteroides merdae 1028st1_A4_1028SCRN_200821 (GCA_028328385.1)315

1
127

Parabacteroides merdae OM06-16AC (GCA_003438825.1)224

1
201

0.84
1.85

Parabacteroides merdae D54st1_C9_D54t1_190329 (GCA_028326635.1)1.93

0.86
0.0714

Parabacteroides merdae D54st1_G7_D54t1_190329 (GCA_028328395.1)0

Parabacteroides merdae D54st1_A3_D54t1_190329 (GCA_028328425.1)0

0.49
0.211

0.56
0.172

Parabacteroides merdae D54t1_190329_G1 (GCA_015547975.1)0

Parabacteroides merdae D54st1_H2_D54t1_190329 (GCA_028328345.1)0

1
0.828

Parabacteroides merdae MTG233_bin.35 (GCA_934841295.1)0

0.92
0

Parabacteroides merdae MTG232_bin.14 (GCA_934841555.1)0

0.92
0

Parabacteroides merdae MTG235_bin.14 (GCA_934852715.1)0

Parabacteroides merdae MTG237_bin.39 (GCA_934854775.1)0

Root0

NJ tree generated by a cgMLST analysis (based on 993 loci)
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