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Parabacteroides distasonis OF04-11BH (GCA_003462945.1)6.92
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0.206
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0.691

0.43
0.131

Parabacteroides distasonis AM100-PB-1D-25A (GCA_027660485.1)0.984
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1.02

Parabacteroides distasonis CL09T03C24 (GCA_000307435.1)1
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1

Parabacteroides distasonis UBA11768 (GCA_003503335.1)0

Parabacteroides distasonis UBA9112 (GCA_003526535.1)0

0.97
1.87

Parabacteroides distasonis S_107 (GCA_034123745.1)0

Parabacteroides distasonis S_103 (GCA_034123805.1)0

Parabacteroides distasonis AF57-19A (GCA_027681845.1)0.809

Parabacteroides distasonis S_955 (GCA_034137895.1)1.04
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NJ tree generated by a cgMLST analysis (based on 120 loci)
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