N) tree generated by a cgMLST analysis (based on 1013 loci)

448, puminococcus bromii AMR_MDS_2165 (GCA_035379585.1)
48,Ruminococcus bromii AMR_MDS 5712 (GCA_035435905.1)
476,2uminococcus bromii COPD265 (GCA_014870105.1)
478, Ruminococcus bromii SRR18940284 bin.21_MetaWRAP_v1.3_MAG (GCA_958365735.1)
SLRuminococcus bromii AF25-7LB (GCA_003458325.1)
ZL.Ruminococcus bromii SRR17798026_bin.24_MetaWRAP_v1.3 MAG (GCA 958432885.1)
4. Ruminococcus bromii AM46-2BH (GCA_003466725.1)
4"L.Ruminococcus bromii TM10-21 (GCA_003466165.1)
“®.Ruminococcus bromii AM04S-03 (GCA_027663525.1)
Ruminococcus bromii ERR4918941_bin.15_MetaWRAP_v1.3_MAG (GCA_958447815.1)
Ruminococcus bromii AM28-28LB (GCA_027670865.1)
Ruminococcus bromii AF21-10LB (GCA_003459405.1)
Ruminococcus bromii SO3C.meta.bin_1 (GCA_008672955.1)
=Ruminococcus bromii SO3B.meta.bin_3 (GCA_008673075.1)
~“Ruminococcus bromii SO3A.meta.bin_3 (GCA_008673275.1)
164 #5.Ruminococcus bromii AF15-36 (GCA_003464295.1)
. ! E“ Ruminococcus bromii AF16-10AC (GCA_027685035.1)
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Ruminococcus bromii DOME_MAG_13098 (GCA_036298825.1)
Ruminococcus bromii TM09-5AC (GCA_003466205.1)
Ruminococcus bromii TM09-18AC (GCA_003466225.1)




