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1
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1
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Parabacteroides distasonis AM03-31X (GCA_027663625.1)0.824

0.81
1.18
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0

Parabacteroides distasonis RTP21484st1_E5_RTP21484_190118 (GCA_028331125.1)0

Parabacteroides distasonis RTP21484st1_E4_RTP21484_190118 (GCA_028331165.1)0

Parabacteroides distasonis RTP21484st1_C5_RTP21484_190118 (GCA_028331235.1)0
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Parabacteroides distasonis BRZ_GR__bin37 (GCA_944326215.1)28.9

0.69
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Parabacteroides distasonis oYJ3fqHatn_bin.10.MAG (GCA_943912415.1)28.3
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1.5

0.35
0.802

Parabacteroides distasonis S_696 (GCA_034133725.1)14.5
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12

Parabacteroides distasonis BFG-242 (GCA_024788235.1)18

Parabacteroides distasonis UBA10682 (GCA_003453355.1)17

0.86
5.41

Parabacteroides distasonis FDAARGOS_1233 (GCA_016888665.1)10.5

1
9.1

1
3.59

Parabacteroides distasonis S_61 (GCA_034124605.1)1.04

Parabacteroides distasonis BFG-574 (GCA_024760285.1)2.96

0.57
0.459

1
9.07

1
0

Parabacteroides distasonis 1001095H_141210_G4 (GCA_015549535.1)0

Parabacteroides distasonis 1001095st1_G4_1001095H_141210 (GCA_028330245.1)0

Parabacteroides distasonis 1001095st1_F6_1001095H_141210 (GCA_028330345.1)0

1
10.8

Parabacteroides distasonis S_396 (GCA_034129165.1)2.09

0.5
0.465

Parabacteroides distasonis S_849 (GCA_034142085.1)0.613

0.41
0.334

0.5
0.16

Parabacteroides distasonis BFG-343 (GCA_024793005.1)0.00342

Parabacteroides distasonis B92_002 (GCA_022713185.1)0.997

Parabacteroides distasonis BFG-337 (GCA_024793225.1)2.84

Root0

NJ tree generated by a cgMLST analysis (based on 120 loci)
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