Dendrogram of cgMLST analysis (based on 516 loci)
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Bacteroides ovatus BJH_28 (GCA _021410685.1)

Bacteroides ovatus BFG-185 (GCA_024793185.1)

Bacteroides ovatus BSD2780061687st2 H2 BSD2780061687b 171204 (GCA_028401285.1)
Bacteroides ovatus BSD2780061687b 171204 C3 (GCA 015550085.1)
Bacteroides ovatus BJH_205 (GCA_021411085.1)

Bacteroides ovatus S 675 (GCA 034134105.1)

Bacteroides ovatus P18.G7 (GCA 020256645.1)

Bacteroides ovatus P18.D7 (GCA_020256525.1)

o Bacteroides ovatus P18.A7 (GCA 020256685.1)

Bacteroides ovatus BJH 9 (GCA 021406465.1)

Bacteroides ovatus ERR1430437-bin.20 (GCA_905205635.1)

Bacteroides ovatus BFG-299 (GCA 024759365.1)
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