N) tree generated by a cgMLST analysis (based on 241 loci)

25Bacteroides thetaiotaomicron D6t1_180914_C11 (GCA_015548225.1)
Bacteroides thetaiotaomicron BFG-503 (GCA_024792065.1)
~Bacteroides thetaiotaomicron BFG-115 (GCA_024790605.1)
Z£7Bacteroides thetaiotaomicron TM12-8GNA (GCA_027677095.1)
Bacteroides thetaiotaomicron 1001216st1_H11_10012161_160404 (GCA_028399285.1)
Bacteroides thetaiotaomicron 1001216st1_A4_10012161_160404 (GCA_028399295.1)
~Bacteroides thetaiotaomicron OF05-16BH (GCA_003439845.1)
~Bacteroides thetaiotaomicron D31t1_170403_D3 (GCA_015551985.1)
~Bacteroides thetaiotaomicron BSD2780061689st1_C5_BSD2780061689_150309 (GCA_028399005.1)
37.8acteroides thetaiotaomicron OF29-3-b13A (GCA_027692945.1)
=Bacteroides thetaiotaomicron S_604 (GCA_034135825.1)
=Bacteroides thetaiotaomicron ABMPRH_7_1_1 (GCA_022796415.1)
Bacteroides thetaiotaomicron S_251 (GCA_034131965.1)
Bacteroides thetaiotaomicron S_751 (GCA_034132605.1)
~Bacteroides thetaiotaomicron jmh62 (GCA_020313295.1)
—Bacteroides thetaiotaomicron S_836 (GCA_034142525.1)
Bacteroides thetaiotaomicron K35 (GCA_019733615.1)
Bacteroides thetaiotaomicron K31_1 (GCA_019733695.1)
Bacteroides thetaiotaomicron S_383 (GCA_034129425.1)
—Bacteroides thetaiotaomicron S_1151 (GCA_034148725.1)
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