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Bacteroides thetaiotaomicron K35 (GCA_019733615.1)0

Bacteroides thetaiotaomicron K31_1 (GCA_019733695.1)0

Bacteroides thetaiotaomicron S_383 (GCA_034129425.1)42

Bacteroides thetaiotaomicron S_1151 (GCA_034148725.1)53.7
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NJ tree generated by a cgMLST analysis (based on 241 loci)
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