
1
0

1
0

Faecalibacterium prausnitzii AM37-13AC (GCA_003434135.1)335

0.83
1.93

Faecalibacterium prausnitzii AM100_B16A (GCA_027662045.1)332

0.67
3.39

0.92
5.1

0.64
1.38

1
97.8

Faecalibacterium prausnitzii AF32-9BH (GCA_027683585.1)225

Faecalibacterium prausnitzii ERR3160555-bin.5 (GCA_905200815.1)218

1
53

Faecalibacterium prausnitzii AM36-18BH (GCA_003467805.1)265

1
165

Faecalibacterium prausnitzii LMAG:56 (GCA_008680095.1)104

Faecalibacterium prausnitzii AM54-7NS (GCA_027668885.1)102

1
52.3

1
26.8

Faecalibacterium prausnitzii AF10-13 (GCA_003465525.1)243

Faecalibacterium prausnitzii HTF-441 (GCA_033344715.1)242

Faecalibacterium prausnitzii SRR17798039_bin.18_MetaWRAP_v1.3_MAG (GCA_958371755.1)270

0.38
1.58

0.53
3.11

Faecalibacterium prausnitzii SG-1377 (GCA_021589125.1)325

1
33.1

0.94
10.3

0.91
23.6

0.86
9.42

Faecalibacterium prausnitzii Fp137 (GCA_019969455.1)243

Faecalibacterium prausnitzii SRR16244386_bin.21_MetaWRAP_v1.3_MAG (GCA_959598825.1)250

Faecalibacterium prausnitzii MCC2041 (GCA_018327745.1)261

1
112

Faecalibacterium prausnitzii AF31-14AC (GCA_003433905.1)171

0.74
6.84

1
163

Faecalibacterium prausnitzii AF29-11BH (GCA_003434015.1)1

Faecalibacterium prausnitzii AF29-7BH-C (GCA_027683805.1)1

Faecalibacterium prausnitzii BBSGM-G02-111 (GCA_017850935.1)165

Faecalibacterium prausnitzii Fp1160 (GCA_019969405.1)293

Faecalibacterium prausnitzii CTOTU30110 (GCA_036750295.1)332

Root0

NJ tree generated by a cgMLST analysis (based on 681 loci)

250


