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Bacteroides uniformis AF21-10 (GCA_027684485.1)
Bacteroides uniformis AF21-53 (GCA_003459325.1)
Bacteroides uniformis 225I_1TSAB (GCA_032144115.1)
Bacteroides uniformis SRR13840153_bin.4_metawrap_v1.3_MAG (GCA_947071295.1)
Bacteroides uniformis D52t1_170925_H1 (GCA_015559225.1)
Bacteroides uniformis D40t1_170626_E2 (GCA_015557755.1)
Bacteroides uniformis D40st1_E8_D40t1_170626 (GCA_028396685.1)
Bacteroides uniformis BFG-469 (GCA_024788155.1)
Bacteroides uniformis 2789STDY5834844 (GCA_001406635.1)
Bacteroides uniformis B624_011 (GCA_022714425.1)
Bacteroides uniformis CE91-St10 (GCA_022835055.1)
Bacteroides uniformis CE91-St11 (GCA_022835075.1)
Bacteroides uniformis CTOTU33017 (GCA_036740875.1)
Bacteroides uniformis FSDTA-HCK-B1 (GCA_019733555.1)
Bacteroides uniformis AF04-22B (GCA_027688375.1)
Bacteroides uniformis DFI.5.10 (GCA_020560265.1)
Bacteroides uniformis DFI.5.36 (GCA_022136535.1)
Bacteroides uniformis D6t1_180914_C3 (GCA_015670605.1)
Bacteroides uniformis AM54-10NS (GCA_027668925.1)
Bacteroides uniformis VPI-C7-17 (GCA_021409445.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


