Dendrogram of cgMLST analysis (based on 219 loci)
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Bacteroides uniformis BFG-469 (GCA 024788155.1)
Bacteroides uniformis D40stl E8 D40tl 170626 (GCA 028396685.1)
Bacteroides uniformis D40t1 170626 E2 (GCA 015557755.1)
Bacteroides uniformis D52t1 170925 H1 (GCA 015559225.1)
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Bacteroides uniformis 2251 1TSAB (GCA 032144115.1)
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