Dendrogram of cgMLST analysis (based on 876 loci)

r Bacteroides xylanisolvens CLO3T12C04 (GCA_018492835.1)
L Bacteroides xylanisolvens CLO3T12C04 (GCA 000273315.1)
Bacteroides xylanisolvens TM09-13 (GCA 003436085.1)
Bacteroides xylanisolvens P17.C2 (GCA_020256745.1)
Bacteroides xylanisolvens P17.D5 (GCA_020256715.1)
Bacteroides xylanisolvens P17.D4 (GCA 020256765.1)
Bacteroides xylanisolvens P15.F11 (GCA_020256825.1)
Bacteroides xylanisolvens P15.F10 (GCA_020256885.1)
Bacteroides xylanisolvens P15.B10 (GCA 020256915.1)
Bacteroides xylanisolvens P15.E10 (GCA_020257025.1)
Bacteroides xylanisolvens P14.B8 (GCA 020257105.1)

- Bacteroides xylanisolvens P15.A10 (GCA_020257145.1)
Bacteroides xylanisolvens P13.H2 (GCA_020257185.1)
Bacteroides xylanisolvens P13.F7 (GCA_020257325.1)
Bacteroides xylanisolvens P14.C1 (GCA 020257005.1)
Bacteroides xylanisolvens FFJLY22K22 (GCA 019734995.1)
—— Bacteroides xylanisolvens TF10-34 (GCA_003437545.1)
—— Bacteroides xylanisolvens D31tl1 170403 H1 (GCA 015553655.1)
Bacteroides xylanisolvens AF14-7 (GCA_003464445.1)
Bacteroides xylanisolvens AF14-6 (GCA_027685185.1)

o - —_—

600 400 200



