N) tree generated by a cgMLST analysis (based on 120 loci)
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“3.parabacteroides distasonis S_662 (GCA_034134425.1)

2.62

“Parabacteroides distasonis ADR1290_3B (GCA_007896565.1)

Parabacteroides distasonis ADR1290_1B (GCA_007896775.1)

Parabacteroides distasonis ADR1290_2B (GCA_009024595.1)

Parabacteroides distasonis ADR129M (GCA_009025675.1)

Parabacteroides distasonis S_891 (GCA_034140345.1)

Parabacteroides distasonis BJH_21 (GCA 021410985.1)

®2parabacteroides distasonis ERR9762699_bin.64 MetaWRAP_v1.3_MAG (GCA_958427815.1)

Parabacteroides distasonis FDAARGOS_1223 (GCA_016888565.1)
Parabacteroides distasonis BFG-149 (GCA_024759485.1)
99%5.parabacteroides distasonis BFG-157 (GCA_024759745.1)
Parabacteroides distasonis AF25-36AC (GCA_003459005.1)
Parabacteroides distasonis AF42-3 (GCA_003474055.1)
Parabacteroides distasonis OM07-5BH (GCA_003438675.1)
Parabacteroides distasonis AM38-13AC (GCA_003467575.1)
Parabacteroides distasonis AM30-4 (GCA_003468915.1)
Parabacteroides distasonis AM32-23 (GCA_003469235.1)
Parabacteroides distasonis AF33-31 (GCA_003475725.1)
Parabacteroides distasonis TF05-11A (GCA_027690905.1)

%Root

Parabacteroides distasonis SRR15057932_bin.22_metaWRAP_v1.3_MAG (GCA_945948195.1)



