N) tree generated by a cgMLST analysis (based on 878 loci)

19.5

0.94

2.58
0.5

7.82
0.55

HLO

7.79
0.74

=lo

%Root

250

= Streptococcus thermophilus TSGB 4236 (GCA_027947295.1)
Y3.5treptococcus thermophilus TSGB 4232 (GCA_027947325.1)

24.Streptococcus thermophilus TSGB4237 (GCA_036784745.1)
Streptococcus thermophilus TSGB 4239 (GCA 027947315.1)

.536

L 3%8.5treptococcus thermophilus TSGB 4230 (GCA 027947395.1)
Streptococcus thermophilus TSGB 4251 (GCA_027947245.1)
33 Streptococcus thermophilus strain TSGB 4141 (GCA_028463905.1)
108.5treptococcus thermophilus TSGB 4231 (GCA_027947375.1)
Streptococcus thermophilus CIRM-BIA 1125 (GCA 025187705.1)
Streptococcus thermophilus - (GCA_903891205.1)
¥2.5treptococcus thermophilus 4067 (GCA_025739385.1)

L g,

L:Streptococcus thermophilus CIRM-BIA 16 (GCA_025187545.1)
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