NJ tree generated by a cgMLST analysis (based on 942 loci)

<[ “*Lactiplantibacillus plantarum P6 (GCA_028201575.1)
“Lactiplantibacillus plantarum IMAU]BP3 (GCA_036416335.1)
=Lactiplantibacillus plantarum MWLp-12 (GCA_028463965.1)
Lactiplantibacillus plantarum FAM 21789 (GCA_005864275.1)

28| actiplantibacillus plantarum CECT 8966 (GCA_900290085.1)
Lactiplantibacillus plantarum CECT 8965 (GCA_900290125.1)
_ Lactiplantibacillus plantarum CECT 8963 (GCA 900290135.1)
. 09534 actiplantibacillus plantarum CECT 8964 (GCA_900290105.1)
1] YL actiplantibacillus plantarum Nizo2802 (GCA_001633545.1)
=Lactiplantibacillus plantarum LS/07 (GCA_011304595.2)
Lactiplantibacillus plantarum CIRM-BIA 855 (GCA_025190015.1)
Lactiplantibacillus plantarum INF 15D (GCA_004368485.1)
=Lactiplantibacillus plantarum Nizo3893 (GCA_001633745.1)
Lactiplantibacillus plantarum LP48 (GCA 026127805.1)
Lactiplantibacillus plantarum HY41 (GCA_022713005.1)
Lactiplantibacillus plantarum HY41 (GCA_026459915.1)
Lactiplantibacillus plantarum Q7 (GCA_003999605.1)
Lactiplantibacillus plantarum Lp-G18 (GCA 017592585.1)
Lactiplantibacillus plantarum GX17 (GCA_040435965.1)
Lactiplantibacillus plantarum LP45 (GCA_047223445.1)
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