N) tree generated by a cgMLST analysis (based on 1252 loci)

=le

o
5
=)

lo

.64
0.45

5% gifidobacterium breve CECT 7263 (GCA_000247755.2)

20.9

Bifidobacterium breve 1001274stl_H8_1001274B_151102 (GCA_028201915.1)
Bifidobacterium breve BB02 (GCA_002914865.1)

Bifidobacterium breve UMB0002 (GCA_030219005.1)
Bifidobacterium breve 1001274stl_G4_1001274B_151102 (GCA _028201765.1)

L %¥.gjfidobacterium breve NRBB51 (GCA_002838405.1)

Bifidobacterium breve DRBB30 (GCA_002838725.1)
Bifidobacterium breve CNCM 1-4321 (GCA_002838585.1)
X3.Bifidobacterium breve IATA131 (GCA_049191355.1)
Bifidobacterium breve IATA136 (GCA_049191365.1)
Bifidobacterium breve DRBB28 (GCA_002838505.1)
Bifidobacterium breve ACS-071-V-Sch8b (GCA_000213865.1)

e 1 *ZBifidobacterium breve RP2 (GCA_900102865.1)
Ssiﬁdobacterium breve NRBB57 (GCA_002838345.1)
SM.Bifidobacterium breve 180W83 (GCA_002838525.1)
s >Bifidobacterium breve JCM 7017 (GCA_000568975.1)
Hg:Biﬁdobacterium breve MCC 1454 (GCA_001264135.1)

%Root

250

L 188.Bifidobacterium breve JKL2022 (GCA 047301025.1)
Bifidobacterium breve DSM 20213 (GCA_000158015.1)
Bifidobacterium breve - (GCA_001025175.1)



