N) tree generated by a cgMLST analysis (based on 1198 loci)
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%7 Bifidobacterium bifidum 1001136st1_C1_1001136B_160425 (GCA_028202855.1)

PLBifidobacterium bifidum 20 (GCA_025506295.1)
28.Bifidobacterium bifidum - (GCA_001025135.1)
Bifidobacterium bifidum BB-G90 (GCA_017814645.1)
2%8.Bifidobacterium bifidum s-1 (GCA_013867495.1)
“ZBifidobacterium bifidum UBBB-55 (GCA_016307165.1)

27.Bifidobacterium bifidum IPLA 20015 (GCA_001020405.1)

322
ﬂaiﬁdobacterium bifidum IPLA 20015 (GCA_000300215.1)

P2Bifidobacterium bifidum E2_hBSD2780061687b_210117 (GCA_028203645.1)

2-Bifidobacterium bifidum F11_hBSD2780061687b_ 210117 (GCA 028202515.1)

2.Bifidobacterium bifidum F3_hBSD2780061687b_210117 (GCA_028202435.1)
Bifidobacterium bifidum A2_hBSD2780061687b_210117 (GCA_028203515.1)
L8.Bifidobacterium bifidum B3_hBSD2780061687b_210117 (GCA_028203545.1)
632 Bifidobacterium bifidum E4_hBSD2780061687b 210117 (GCA_028202535.1)
Bifidobacterium bifidum A4_hBSD2780061687b_210117 (GCA_028202425.1)
S.Bifidobacterium bifidum BSD2780061688st1_G1_BSD2780061688b_171218 (GCA_028202115.1)
5.Bifidobacterium bifidum BSD2780061688st1_D1_BSD2780061688b_171218 (GCA_028202185.1)
LBifidobacterium bifidum F6_hBSD2780061687b_210117 (GCA_039913155.1)
Bifidobacterium bifidum B7_hBSD2780061687b_210117 (GCA_039913235.1)
Bifidobacterium bifidum H2_hBSD2780061687b 210117 (GCA_028202455.1)




