N) tree generated by a cgMLST analysis (based on 1198 loci)
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325E127 Bifidobacterium bifidum IPLA 20015 (GCA_001020405.1)
t Li%.gifigobacterium bifidum IPLA 20015 (GCA_000300215.1)
haa) #2ifidobacterium bifidum E2_hBSD2780061687b_210117 (GCA_028203645.1)

28Bifidobacterium bifidum F11_hBSD2780061687b_210117 (GCA_028202515.1)

2LBifidobacterium bifidum B3_hBSD2780061687b_210117 (GCA_028203545.1)
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