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Bifidobacterium bifidum 20 (GCA_025506295.1)517

0.3
2.16

0.55
6.62

Bifidobacterium bifidum 1001136st1_C1_1001136B_160425 (GCA_028202855.1)507

1
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Bifidobacterium bifidum 1025st1_C5_1025SCRN_200924 (GCA_039913395.1)10.6

0.52
3.39

Bifidobacterium bifidum 1025st1_E4_1025SCRN_200924 (GCA_028201935.1)6.93

0.85
2.07

Bifidobacterium bifidum 1025st1_F12_1025SCRN_200924 (GCA_028202225.1)5.39

Bifidobacterium bifidum 1025st1_B5_1025SCRN_200924 (GCA_028202255.1)5.61
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Bifidobacterium bifidum IPLA 20015 (GCA_001020405.1)127

Bifidobacterium bifidum IPLA 20015 (GCA_000300215.1)169

1
413

Bifidobacterium bifidum E2_hBSD2780061687b_210117 (GCA_028203645.1)63.2

1
40.2

Bifidobacterium bifidum F11_hBSD2780061687b_210117 (GCA_028202515.1)9.82

0.69
4.3

0.32
0.416
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5.67

0.46
1.17

0.39
0.176

Bifidobacterium bifidum B3_hBSD2780061687b_210117 (GCA_028203545.1)31.6

0.89
0.388

Bifidobacterium bifidum F3_hBSD2780061687b_210117 (GCA_028202435.1)5.04

Bifidobacterium bifidum A2_hBSD2780061687b_210117 (GCA_028203515.1)6.96

Bifidobacterium bifidum E4_hBSD2780061687b_210117 (GCA_028202535.1)6.32

Bifidobacterium bifidum A4_hBSD2780061687b_210117 (GCA_028202425.1)3.08

Bifidobacterium bifidum BSD2780061688st1_G1_BSD2780061688b_171218 (GCA_028202115.1)12.8

0.27
0.416

Bifidobacterium bifidum BSD2780061688st1_D1_BSD2780061688b_171218 (GCA_028202185.1)4.49

0.56
1.07

Bifidobacterium bifidum F6_hBSD2780061687b_210117 (GCA_039913155.1)6.7

0.33
0.301

Bifidobacterium bifidum B7_hBSD2780061687b_210117 (GCA_039913235.1)4.04

Bifidobacterium bifidum H2_hBSD2780061687b_210117 (GCA_028202455.1)6.96

Root0

NJ tree generated by a cgMLST analysis (based on 1198 loci)
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