N) tree generated by a cgMLST analysis (based on 1042 loci)
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420 Bifidobacterium pseudocatenulatum RTP21311st2_F9 RTP21311_201001 (GCA_028314485.1)

o[ “>Bifidobacterium pseudocatenulatum - (GCA_001025215.1)
~Bifidobacterium pseudocatenulatum DSM 20438 (GCA_000173435.1)
~-Bifidobacterium pseudocatenulatum LMG 10505 (GCA_000741685.1)
Bifidobacterium pseudocatenulatum IPLA36007 (GCA_000708005.1)
Bifidobacterium pseudocatenulatum BSD2780120875st1_B7_BSD2780120875_150330 (GCA_028310845.1)
Bifidobacterium pseudocatenulatum BSD2780120875st1_F12_BSD2780120875b_170604 (GCA_028310385.1)
—Bifidobacterium pseudocatenulatum RTP21311stl_C8_RTP21311_201001 (GCA_028310275.1)
~Bifidobacterium pseudocatenulatum RTP21311stl_D9_RTP21311_201001 (GCA_028310055.1)
~Bifidobacterium pseudocatenulatum RTP21311st3_E6_RTP21311_201001 (GCA_028310215.1)
4% Bifidobacterium pseudocatenulatum J1101437st1_G4_J1101437_171009 (GCA_028310145.1)
Bifidobacterium pseudocatenulatum 1001099st1_G10_1001099B_141217 (GCA_028310925.1)
Bifidobacterium pseudocatenulatum 1001099st1_A6_1001099B_141217 (GCA_028312105.1)
Bifidobacterium pseudocatenulatum DFI.7.39 (GCA_022135105.1)
Bifidobacterium pseudocatenulatum DFI.7.48 (GCA_022134915.1)
Bifidobacterium pseudocatenulatum DFI.7.40 (GCA_022135125.1)
Bifidobacterium pseudocatenulatum RTP21221stl_C7_RTP21221_200709 (GCA_028310175.1)
Bifidobacterium pseudocatenulatum RTP21221stl_E4_RTP21221_200709 (GCA_039834655.1)
Bifidobacterium pseudocatenulatum RTP21221stl_G3_RTP21221_200709 (GCA_028310785.1)
Bifidobacterium pseudocatenulatum RTP21221st1_G1_RTP21221_200709 (GCA_039834705.1)
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