N) tree generated by a cgMLST analysis (based on 942 loci)

Lactiplantibacillus plantarum 1001287st1l_A4_1001287B_170213 (GCA_028322885.1)
“Lactiplantibacillus plantarum E2 (GCA_026013765.1)
=Lactiplantibacillus plantarum LP8 (GCA_046244405.1)

7| actiplantibacillus plantarum KMB_597 (GCA_003346175.1)
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Lactiplantibacillus plantarum LP140 (GCA_038024955.1)
Lactiplantibacillus plantarum UC8491 (GCA 001643065.1)
Lactiplantibacillus plantarum Lrld-22 (GCA_037094665.1)
Lactiplantibacillus plantarum Nizo2806 (GCA 001633605.1)

=]o

Lactiplantibacillus plantarum CIRM-BIA 465 (GCA_025189945.1)

Lactiplantibacillus plantarum VHProbi SY (GCA_031596315.1)
=Lactiplantibacillus plantarum P5 (GCA_011009755.1)
=Lactiplantibacillus plantarum CIRM-BIA 2114 (GCA_025189925.1)

N
N
N

Lactiplantibacillus plantarum DSM 20174 (GCA 014131735.1)

rlo

Lactiplantibacillus plantarum ATCC 14917 (GCA_000143745.1)
Lactiplantibacillus plantarum IDCC3501 (GCA 003428355.1)
Lactiplantibacillus plantarum Nizo2877 (GCA_001308305.1)
Lactiplantibacillus plantarum CGMCC 1.2437 (GCA_001434175.1)
Lactiplantibacillus plantarum Nizo2855 (GCA 001633645.1)
Lactiplantibacillus plantarum RI-203 (GCA_002750675.1)
Lactiplantibacillus plantarum - (GCA_007989145.1)
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