N) tree generated by a cgMLST analysis (based on 773 loci)

82, acticaseibacillus paracasei FAM18172 (GCA_003712585.1)

Lacticaseibacillus paracasei Z34 (GCA_039566755.1)

=Lacticaseibacillus paracasei EG9 (GCA_003177075.1)

=Lacticaseibacillus paracasei KMB_622 (GCA_003346025.1)

Lacticaseibacillus paracasei XM-38 (GCA_047946965.1)

Lacticaseibacillus paracasei Lpp120 (GCA_000409935.1)

Lacticaseibacillus paracasei TOM.15.25 (GCA_030361125.1)

=Lacticaseibacillus paracasei FAM22279 (GCA_003712705.1)

Lacticaseibacillus paracasei FAM18123 (GCA_003712325.1)

Lacticaseibacillus paracasei L17 (GCA_039631115.1)

Lacticaseibacillus paracasei L18 (GCA_039631235.1)

1198, acticaseibacillus paracasei SP5 (GCA_023375875.1)

24| acticaseibacillus paracasei SRX10 (GCA_035021805.1)

28 0889, acticaseibacillus paracasei NB2B-AER-MRS-02 (GCA 024125225.1)

Lacticaseibacillus paracasei D10-4 (GCA_010363715.1)

Lacticaseibacillus paracasei 1001216st1_C7_10012161_160404 (GCA_028321965.1)
Lacticaseibacillus paracasei 1001216st1_H7_1001713B170131_170501 (GCA_028322025.1)
Lacticaseibacillus paracasei 1001216st1_D9_D55t1_190419 (GCA_028322845.1)
“Lacticaseibacillus paracasei 1001216st1_B6_D55t1_190419 (GCA_028322955.1)
Lacticaseibacillus paracasei CLA-AA-H40 (GCA_040093155.1)
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