N) tree generated by a cgMLST analysis (based on 1327 loci)
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Streptococcus salivarius DFI.4.50 (GCA_020554375.1)

=Streptococcus salivarius 1001713stl_G9_1001713B170207_170306 (GCA_028325505.1)
~Streptococcus salivarius 1001713st1_A2 1001713B170131_170501 (GCA_028325525.1)
5.5treptococcus salivarius 1001713st1_D3 1001713B170207_170306 (GCA 028325655.1)
=Streptococcus salivarius KSS8 (GCA_046531545.1)

Streptococcus salivarius D53stl_F1_D53t1_180928 (GCA_028325785.1)

Streptococcus salivarius NCTC 8618 (GCA_000785515.1)

Streptococcus salivarius JF (GCA_001543085.1)

Streptococcus salivarius ATCC 7073 (GCA_900143035.1)

=Streptococcus salivarius CIP102503T (GCA_965136015.1)

#%Streptococcus salivarius LMG 11489 (GCA_031192325.1)

E.Streptococcus salivarius NCTC8618 (GCA_900636435.1)
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