N) tree generated by a cgMLST analysis (based on 993 loci)

*Lparabacteroides merdae D35st1_A2_D35t1_190705 (GCA_028326705.1)
Parabacteroides merdae D35stl_A5_D35t1_190705 (GCA_028328505.1)
#%.Parabacteroides merdae GSH2021 (GCA_024592595.1)
2023 parabacteroides merdae BIOML-A3 (GCA_009720005.1)
9%, parabacteroides merdae BIOML-A8 (GCA_009719905.1)
837 parabacteroides merdae SRR16280061_bin.36_MetaWRAP_v1.3_MAG (GCA_959597205.1)
#“Zparabacteroides merdae SRR22541672_bin.9_MetaWRAP_v1.3 MAG (GCA_958434225.1)

L1, >Parabacteroides merdae ERR4918982_bin.16_MetaWRAP_v1.3_MAG (GCA_958351535.1)
H;:Parabacteroides merdae NB2A-29-D6 (GCA_024125345.1)
f-Parabacteroides merdae FDAARGOS_1586 (GCA_020735605.1)
Parabacteroides merdae ATCC 43184 (GCA_025151215.1)
Parabacteroides merdae NCTC13052 (GCA_900445495.1)
22.parabacteroides merdae ATCC 43184 (GCA_000154105.1)
Parabacteroides merdae 1001270H_150608_G12 (GCA_015668095.1)
~Parabacteroides merdae ERR9492513_bin.11_MetaWRAP_v1.3_MAG (GCA_958402135.1)
B2parabacteroides merdae AF31-17 (GCA_003475825.1)
Parabacteroides merdae CE91-5t3 (GCA_022835275.1)
Parabacteroides merdae AF26-22BH (GCA_003458945.1)
=Parabacteroides merdae ERR9762700_bin.71_MetaWRAP_v1.3_MAG (GCA_958417795.1)
~Parabacteroides merdae ERR9578215_bin.4_MetaWRAP_v1.3_MAG (GCA_958443225.1)
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