N) tree generated by a cgMLST analysis (based on 120 loci)

OO Parabacteroides distasonis 1028stl_G7_1028SCRN_200821 (GCA_028326855.1)
s13]' -Parabacteroides distasonis 1028st1_C9_1028SCRN_200821 (GCA_028329175.1)
11_71 Parabacteroides distasonis 1028st1_E11_1028SCRN_200821 (GCA_028329205.1)
s, -Parabacteroides distasonis S_626 (GCA_034135165.1)
£Parabacteroides distasonis S_520 (GCA_034126965.1)
goes, s~ >Parabacteroides distasonis S_343 (GCA_034130205.1)
?@:Parabacteroides distasonis Map_68_007 (GCA_022737455.1)
! Parabacteroides distasonis UBA11450 (GCA_003534485.1)
Parabacteroides distasonis UBA11508 (GCA_003539615.1)

15.9

—Parabacteroides distasonis DRR221348_bin.3_MetaWRAP_v1.3_MAG (GCA_959023275.1)

Parabacteroides distasonis SRR5240736_bin.29_metaWRAP_v1.3_MAG (GCA_945830825.1)
%%.parabacteroides distasonis SUG1129 (GCA_022784765.1)

25Zparabacteroides distasonis NBRC 113806 (GCA_006739545.1)

a }480 Parabacteroides distasonis BSD2780120874_150323_E11 (GCA_015558175.1)

oss] ' “Parabacteroides distasonis BSD2780120874st1l_B11_BSD2780120874_150323 (GCA_028329165.1)
1”7 parabacteroides distasonis OF27-7-b13A (GCA_027693125.1)

! ~Parabacteroides distasonis D31t1_170403_B5 (GCA_015548395.1)

Parabacteroides distasonis D31stl_G1_D31t1l_170403 (GCA_028326805.1)

=-Parabacteroides distasonis Map_121_005 (GCA_022743845.1)
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