Dendrogram of cgMLST analysis (based on 219 loci)

—

100

Bacteroides uniformis MGBC135591 (GCA_948887515.1)

Bacteroides uniformis A38 maxbin.002_sub.fa (GCA 021621185.1)

Bacteroides uniformis P1-2 (GCA_009739405.1)
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Bacteroides uniformis MGBC158013 (GCA 948547565.1)
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Bacteroides uniformis L2 _040 225G1 dasL2 040 225G1 metabat.metabat.20 (GCA 018375315.1)
Bacteroides uniformis BSD2780061689st1_G7_BSD2780061688b_171218 (GCA_028396925.1)
Bacteroides uniformis BSD2780061689st1l_G7 (GCA_005844235.1)
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