NJ tree generated by a cgMLST analysis (based on 219 loci)

_ “Bacteroides uniformis FSDTA-HCK-B1 (GCA_019733555.1)
Bacteroides uniformis AF04-22B (GCA_027688375.1)

2leBacteroides uniformis CTOTU30053 (GCA 036775955.1)
Bacteroides uniformis CTOTU33017 (GCA_036740875.1)

1. *Bacteroides uniformis VPI-C7-17 (GCA_021409445.1)
1%@:Bacteroides uniformis AM54-10NS (GCA 027668925.1)
¥3.Bacteroides uniformis 2789STDY5834844 (GCA 001406635.1)
056 34.50 Bacteroides uniformis CE91-5t10 (GCA_022835055.1)

1%{;Bacteroides uniformis CE91-St11 (GCA_022835075.1)
o[ “Bacteroides uniformis AF17-20 (GCA_003460085.1)
=Bacteroides uniformis UO.H1043 (GCA_028528085.1)
=Bacteroides uniformis 2789STDY5608864 (GCA_001406095.1)
bos | Bacteroides uniformis e3zArYC4i3_bin.1.MAG (GCA_946222525.1)
1%&:Bacteroides uniformis NBRC 113350 (GCA_006742345.1)
=Bacteroides uniformis 225I_1TSAB (GCA_032144115.1)
Bacteroides uniformis RTP21484stl H2_RTP21484 190118 (GCA_028396365.1)
Bacteroides uniformis RTP21484stl_D4_RTP21484_190118 (GCA_028396465.1)
“=Bacteroides uniformis Map_54 012 (GCA_022740225.1)
Bacteroides uniformis AF19-23 (GCA_003459625.1)
Bacteroides uniformis TM04-30 (GCA_003436475.1)

=R
P
o

=0
o

[
ofFF
w
&




