N) tree generated by a cgMLST analysis (based on 219 loci)
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“-Bacteroides uniformis D59t2_181005_F8 (GCA_015549605.1)
—Bacteroides uniformis 1001713B170214_170313_D4 (GCA_015555535.1)
Bacteroides uniformis BFG-376 (GCA_024793625.1)
E.Bacteroides uniformis CL11TO0C07 (GCA 018289175.1)
Bacteroides uniformis BSD2780120875_150330_C6 (GCA_015547185.1)
Bacteroides uniformis BSD2780120875st1_A4 BSD2780120875_150330 (GCA_028396815.1)
Bacteroides uniformis BSD2780120874b_170522_F3 (GCA_015560645.1)
Bacteroides uniformis BSD2780120874st2_E10_BSD2780120874b_170522 (GCA_028396865.1)
=Bacteroides uniformis B596_005 (GCA_022720755.1)
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78.6

Bacteroides uniformis D35st1l_C6_D35t1_190705 (GCA_028396715.1)
Bacteroides uniformis P1-2 (GCA_009739405.1)
=Bacteroides uniformis BIOML-A19 (GCA_009020445.1)

1.67

—=Bacteroides uniformis Lapin-021__bin24 (GCA_947626375.1)
=Bacteroides uniformis OM18-7A (GCA_027691155.1)




