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generated by a cgMLST analysis (based on 219 loci)

2%.Bacteroides uniformis RTP21311st1 F12 RTP21311 201001 (GCA 028396405.1)
Bacteroides uniformis CTOTU30734 (GCA_036757125.1)

Bacteroides uniformis P1-2 (GCA_009739405.1)
2.Bacteroides uniformis BSD2780120875st2_E11 BSD2780120875b_170604 (GCA_028396805.1)

=Bacteroides uniformis D31t1_170403_D7 (GCA_015551575.1)

°5.Bacteroides uniformis SRR13840002_bin.3_metawrap_v1.3_MAG (GCA_947070945.1)
BL7.Bacteroides uniformis 2789STDY5608791 (GCA_001405475.1)

146 P"5.Bacteroides uniformis SRR18940293_bin.17_MetaWRAP_v1.3_MAG (GCA 958435365.1)
£Bacteroides uniformis BFG-376 (GCA_024793625.1)

~Bacteroides uniformis ca_0067 (GCA_004167505.1)

Bacteroides uniformis BIOML-A8 (GCA_009020675.1)

Bacteroides uniformis BIOML-A10 (GCA_009020635.1)
%Bacteroides uniformis BIOML-A7 (GCA_009020685.1)
Bacteroides uniformis BIOML-A9 (GCA_009020705.1)



