NJ tree generated by a cgMLST analysis (based on 219 loci)
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22.Bacteroides uniformis D59t2_181005_F8 (GCA_015549605.1)

Bacteroides uniformis 1001713B170214_170313_D4 (GCA_015555535.1)

Bacteroides uniformis 1001713st1_H2_1001713B170131_170501 (GCA 028397215.1)
Bacteroides uniformis 1001713st1_E4_1001713B170207_170306 (GCA_028397245.1)
Bacteroides uniformis 1001713st1_B8_1001713B170214_170313 (GCA_028397295.1)

E95.Bacteroides uniformis BIOML-A23 (GCA_009020405.1)
il —Bacteroides uniformis SRR22541650_bin.20_MetaWRAP_v1.3_MAG (GCA_958454655.1)

P1%Bacteroides uniformis CL11T00C07 (GCA_018289175.1)

Bacteroides uniformis BSD2780120875_150330_C6 (GCA_015547185.1)

Bacteroides uniformis BSD2780120875st1_A4_BSD2780120875_150330 (GCA_028396815.1)
Bacteroides uniformis BSD2780120874b_170522_F3 (GCA_015560645.1)

Bacteroides uniformis BSD2780120874st2_E10_BSD2780120874b_170522 (GCA_028396865.1)

Bacteroides uniformis 1001136B_160425_G7 (GCA_015557045.1)
Bacteroides uniformis 1001136st2_G10_1001136B_160425 (GCA_028398145.1)
%.Bacteroides uniformis CHG148_006 (GCA_022719075.1)

Bacteroides uniformis MSK.20.79 (GCA_019127755.1)
Bacteroides uniformis MSK.20.3 (GCA_019128015.1)
Bacteroides uniformis MSK.20.30 (GCA_019128055.1)
~Bacteroides uniformis B596_005 (GCA_022720755.1)
—Bacteroides uniformis B136_008 (GCA_022715835.1)



