N) tree generated by a cgMLST analysis (based on 219 loci)

“Bacteroides uniformis ChiBcec6-12745 (GCA_020743655.1)

=-Bacteroides uniformis FSDTA-HCK-B1 (GCA_019733555.1)

Bacteroides uniformis 1001713st2_A4_1001713B170214_170313 (GCA_028397205.1)
Bacteroides uniformis 1001713B170221_170320_B4 (GCA_015671055.1)
=Bacteroides uniformis A46_maxbin.002_sub (GCA_021620685.1)
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Bacteroides uniformis 1001283st1_A4_1001311H_170123 (GCA_028397925.1)
Bacteroides uniformis 1001283st1_A4_1001283B150217_161031 (GCA_028398065.1)
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