
1
0

1
0

Bacteroides thetaiotaomicron A4_m1001262Bd2_200113 (GCA_028398285.1)88.1

0.43
2.87

1
55.6

Bacteroides thetaiotaomicron S_94 (GCA_034123965.1)24.9

1
27.1

1
0

1
0

1
0

Bacteroides thetaiotaomicron DFI.2.69 (GCA_019132455.1)0

Bacteroides thetaiotaomicron DFI.2.13 (GCA_019132635.1)0

Bacteroides thetaiotaomicron DFI.2.24 (GCA_020555095.1)0

Bacteroides thetaiotaomicron DFI.2.43 (GCA_022137185.1)0

Bacteroides thetaiotaomicron DFI.2.67 (GCA_024463455.1)0

0.45
4.83

Bacteroides thetaiotaomicron S_685 (GCA_034133945.1)92.4

1
58.6

Bacteroides thetaiotaomicron S_834 (GCA_034142725.1)28.9

1
13.9

Bacteroides thetaiotaomicron S_567 (GCA_034137285.1)9.9

0.95
2.63

Bacteroides thetaiotaomicron S_306 (GCA_034130905.1)2.53

1
3.42

Bacteroides thetaiotaomicron G12_m1001262Bd0_191120 (GCA_028398395.1)0.938

0.62
0.0625

Bacteroides thetaiotaomicron E1_m1001262Bd2_200113 (GCA_028398245.1)0

0.62
0

Bacteroides thetaiotaomicron D3_m1001262Bd2_200113 (GCA_028398255.1)0

0.62
0

Bacteroides thetaiotaomicron H2_m1001262Bd0_191120 (GCA_028398365.1)0

0.62
0

Bacteroides thetaiotaomicron F6_m1001262Bd0_191120 (GCA_028398405.1)0

0.62
0

Bacteroides thetaiotaomicron E7_m1001262Bd0_191120 (GCA_028398445.1)0

0.62
0

Bacteroides thetaiotaomicron E5_m1001262Bd0_191120 (GCA_028398465.1)0

0.62
0

Bacteroides thetaiotaomicron B7_m1001262Bd0_191120 (GCA_028398495.1)0

Bacteroides thetaiotaomicron F3_m1001262Bd0_191120 (GCA_028398535.1)0

Root0

NJ tree generated by a cgMLST analysis (based on 241 loci)
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