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Bacteroides thetaiotaomicron A6_m1001262Bd2_200113 (GCA_028398295.1)0
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Bacteroides thetaiotaomicron MB20-89 (GCA_023668745.1)28.2

Bacteroides thetaiotaomicron 2A-dyr13-06_091109.17_1677751129 (GCA_949397445.1)29.8

Bacteroides thetaiotaomicron S_18 (GCA_034125685.1)54

Bacteroides thetaiotaomicron BFG-390 (GCA_024791185.1)86.2
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NJ tree generated by a cgMLST analysis (based on 241 loci)
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