N) tree generated by a cgMLST analysis (based on 241 loci)

82.9

r—Bacteroides thetaiotaomicron BJH_217 (GCA_021410825.1)

AZBacteroides thetaiotaomicron WAL8713 (GCA_025914215.1)

8.Bacteroides thetaiotaomicron S_1080 (GCA_034150345.1)

Bacteroides thetaiotaomicron S_450 (GCA_034128145.1)

—=Bacteroides thetaiotaomicron jmh68 (GCA_020313225.1)

Bacteroides thetaiotaomicron BJH_202 (GCA_021411065.1)

Bacteroides thetaiotaomicron ERR9492528_bin.7_MetaWRAP_v1.3_MAG (GCA_958402645.1)

122.gacteroides thetaiotaomicron BFG-144 (GCA 024789385.1)

0.455,

Bacteroides thetaiotaomicron S_58 (GCA_034124685.1)

Bacteroides thetaiotaomicron BFG-393 (GCA_024788225.1)

~Bacteroides thetaiotaomicron jmh76 (GCA_020313175.1)

2'8.Bacteroides thetaiotaomicron Map_107_010 (GCA_022716695.1)

23.Bacteroides thetaiotaomicron BFG-614 (GCA_024790845.1)

Bacteroides thetaiotaomicron S_59 (GCA_034124745.1)

Bacteroides thetaiotaomicron S_49 (GCA_034124885.1)

Bacteroides thetaiotaomicron RTP21484stl F5 RTP21484 190118 (GCA_028398525.1)
Bacteroides thetaiotaomicron RTP21484stl_G4_RTP21484_190118 (GCA_028398585.1)
Bacteroides thetaiotaomicron RTP21484st1_E8_RTP21484_190118 (GCA_028398605.1)
Bacteroides thetaiotaomicron S_820 (GCA_034142965.1)

Bacteroides thetaiotaomicron S_1168 (GCA_034148125.1)
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