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Bacteroides thetaiotaomicron 1001713st1_E4_1001713B170131_170501 (GCA_028399215.1)0.944

Bacteroides thetaiotaomicron 1001713st1_G7_1001713B170214_170313 (GCA_028399065.1)0.0556

Bacteroides thetaiotaomicron BFG-490 (GCA_024793725.1)7.88
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Bacteroides thetaiotaomicron BJH_98 (GCA_021406325.1)5.84

Bacteroides thetaiotaomicron 1001270J_160509_G10 (GCA_015670015.1)23.2
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Bacteroides thetaiotaomicron ATCC 29741 (GCA_004349615.1)0.767
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Bacteroides thetaiotaomicron FDAARGOS_935 (GCA_016117715.1)0

Bacteroides thetaiotaomicron NCTC13706 (GCA_900445585.1)0

Bacteroides thetaiotaomicron BFG-131 (GCA_024786885.1)1.84

Bacteroides thetaiotaomicron AM09-21 (GCA_003472675.1)42.3
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Bacteroides thetaiotaomicron S_311 (GCA_034130805.1)11.5
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Bacteroides thetaiotaomicron S_624 (GCA_034135185.1)7.35

Bacteroides thetaiotaomicron ERR9353903_bin.14_MetaWRAP_v1.3_MAG (GCA_958348035.1)9.65
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Bacteroides thetaiotaomicron S_208 (GCA_034121505.1)1.13

Bacteroides thetaiotaomicron S_1174 (GCA_034147945.1)2.87
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Bacteroides thetaiotaomicron S_175 (GCA_034122085.1)1.69

Bacteroides thetaiotaomicron S_625 (GCA_034135145.1)7.31

1
10

Bacteroides thetaiotaomicron BFG-269 (GCA_024794085.1)5.22

Bacteroides thetaiotaomicron BFG-268 (GCA_024791815.1)4.78
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NJ tree generated by a cgMLST analysis (based on 241 loci)
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