N) tree generated by a cgMLST analysis (based on 241 loci)
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Bacteroides thetaiotaomicron DFI.6.116 (GCA_024462595.1)

Bacteroides thetaiotaomicron DFI.6.40 (GCA_036419675.1)

A%.Bacteroides thetaiotaomicron S_666 (GCA 034134305.1)

Bacteroides thetaiotaomicron 1001095H_141210_D10 (GCA_015547465.1)

Bacteroides thetaiotaomicron 1001095st1_A4_1001095H_141210 (GCA_028399365.1)
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Bacteroides thetaiotaomicron 1001095st1_E10 1001095I) 161003 (GCA_028399445.1)
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