
0250
Bacteroides ovatus 1001262B_160229_F6 (GCA_015551835.1)
Bacteroides ovatus D40t1_170626_B4 (GCA_015555955.1)
Bacteroides ovatus D40st1_C6_D40t1_170626 (GCA_028400985.1)
Bacteroides ovatus P18.A7 (GCA_020256685.1)
Bacteroides ovatus P18.D7 (GCA_020256525.1)
Bacteroides ovatus P18.G7 (GCA_020256645.1)
Bacteroides ovatus BFG-636 (GCA_024788605.1)
Bacteroides ovatus ERR1430437-bin.20 (GCA_905205635.1)
Bacteroides ovatus BJH_9 (GCA_021406465.1)
Bacteroides ovatus Map_57_005 (GCA_022728335.1)
Bacteroides ovatus BFG-111 (GCA_024788845.1)
Bacteroides ovatus SD CMC 3f (GCA_000178275.1)
Bacteroides ovatus BFG-107 (GCA_020091525.1)
Bacteroides ovatus C4_m1001262Bd1_191214 (GCA_028399725.1)
Bacteroides ovatus MGBC115021 (GCA_949014695.1)
Bacteroides ovatus MGBC115126 (GCA_949091005.1)
Bacteroides ovatus MGBC115093 (GCA_949042425.1)
Bacteroides ovatus MGBC115139 (GCA_949030765.1)
Bacteroides ovatus MGBC115180 (GCA_949052595.1)
Bacteroides ovatus MGBC115076 (GCA_949052725.1)

 Dendrogram of cgMLST analysis (based on 516 loci)


