Dendrogram of cgMLST analysis (based on 516 loci)
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Bacteroides ovatus D41stl_D4 D41tl_190614 (GCA_028400995.1)

Bacteroides ovatus D41t1 190614 B11 (GCA 015554355.1)

Bacteroides ovatus BFG-179 (GCA 024759225.1)

Bacteroides ovatus D35stl E11 D35t1 190705 (GCA 028401045.1)

Bacteroides ovatus D35stl G10 D35tl 190705 (GCA 028401025.1)

Bacteroides ovatus BFG-178 (GCA 024788905.1)

Bacteroides ovatus BFG-258 (GCA_024759245.1)

Bacteroides ovatus SRR13494525 bin.13 MetaWRAP_v1.3 MAG (GCA 959021255.1)
Bacteroides ovatus SRR13840139 bin.4_metawrap_v1.3 MAG (GCA 947071215.1)
Bacteroides ovatus BFG-632 (GCA 024788745.1)

Bacteroides ovatus BFG-417 (GCA 024791665.1)

Bacteroides ovatus B8 h1001262B 191106 (GCA 028399745.1)

Bacteroides ovatus 1001262B 160229 F6 (GCA 015551835.1)

Bacteroides ovatus 1001254) 160919 H11 (GCA 015552185.1)

Bacteroides ovatus D40t1 170626 B4 (GCA 015555955.1)

Bacteroides ovatus D40stl C6 D40tl 170626 (GCA _028400985.1)

Bacteroides ovatus BSD2780120875b_170604_D9 (GCA _015561385.1)

Bacteroides ovatus BSD2780120875stl E1 (GCA 005844965.1)

Bacteroides ovatus BSD2780120875st1_H2 BSD2780120875_150330 (GCA_028401225.1)
Bacteroides ovatus BSD2780120875st1_E1 _BSD2780120875_150330 (GCA_028401245.1)



