NJ tree generated by a cgMLST analysis (based on 942 loci)

2%.| actiplantibacillus plantarum T01_CCC2 (GCA 028895595.1)

L. actiplantibacillus plantarum TO1_HHH8 (GCA 028895425.1)
Lactiplantibacillus plantarum TO1_H6 (GCA_028895765.1)
Lactiplantibacillus plantarum TO1 JI1 (GCA 028895825.1)
Lactiplantibacillus plantarum TO1 F11 (GCA 028895885.1)
Lactiplantibacillus plantarum TO1 D6 (GCA 028895925.1)

2882 actiplantibacillus plantarum TO1_HHH2 (GCA 028895485.1)
Lactiplantibacillus plantarum TO1_F6 (GCA 028895685.1)
0.608) ' Lactiplantibacillus plantarum TO1_CCC10 (GCA 028895705.1)
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osslLactiplantibacillus plantarum TO1_FFF6 (GCA_028895525.1)
ﬁ;Lactiplantibacillus plantarum T01_GG4 (GCA 028895555.1)
Lactiplantibacillus plantarum TO1_DDD6 (GCA 028895445.1)
Lactiplantibacillus plantarum TO1_BB11 (GCA _028895625.1)
Lactiplantibacillus plantarum TO1_DD3 (GCA 028895645.1)
Lactiplantibacillus plantarum T0O1_DD5 (GCA 028895845.1)
Lactiplantibacillus plantarum TO1_DDD7 (GCA_028895435.1)
Lactiplantibacillus plantarum TO1_EE9 (GCA_028895665.1)
Lactiplantibacillus plantarum TO1_FF8 (GCA_028895695.1)
Lactiplantibacillus plantarum TO1_FF7 (GCA_028895745.1)
Lactiplantibacillus plantarum TO1_CC5 (GCA_028895785.1)
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