N) tree generated by a cgMLST analysis (based on 1342 loci)
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#5.Bacillus subtilis PRO61 (GCA_029762155.1)
Bacillus subtilis PRO59 (GCA 029762175.1)
Bacillus subtilis PRO58 (GCA_029762195.1)
Bacillus subtilis PRO134 (GCA_029762355.1)
Bacillus subtilis PRO45 (GCA 029762295.1)
Bacillus subtilis PRO99 (GCA_029761975.1)
—**LBacillus subtilis PRO56 (GCA 029536755.1)
2%.Bacillus subtilis PRO121 (GCA 029536835.1)
Bacillus subtilis PRO117 (GCA_029857255.1)
Bacillus subtilis PRO120 (GCA 029536855.1)
28.Bacillus subtilis HM-66 (GCA_000878265.1)
' 263 E“ﬂ Bacillus subtilis CBP-3224 (GCA_035804615.1)
! L3p4cillus subtilis CBP-3225 (GCA_035804595.1)
Bacillus subtilis M112 (GCA 002142535.1)
Bacillus subtilis PRO31 (GCA 029536815.1)
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