
1
0

1
0

0.96
17.3

Bacillus subtilis CRN 1 (GCA_013267115.1)474

Bacillus subtilis SH23 (GCA_033238785.1)488

0.82
6.66

Bacillus subtilis ABP1 (GCA_009982935.1)489

0.64
4.94

1
130

1
318

1
10.2

Bacillus subtilis DSM 5611 (GCA_029536975.2)1.5

Bacillus subtilis B-360 (GCA_035814195.1)1.5

1
12.2

Bacillus subtilis SRCM102749 (GCA_009913535.1)0.423

Bacillus subtilis SRCM103517 (GCA_004103535.1)0.577

Bacillus subtilis A52 (GCA_009996815.1)386

0.43
1.9

0.54
5.19

0.93
17.1

0.94
14.4

1
429

Bacillus subtilis 7772 (GCA_002271425.1)7.26

Bacillus subtilis 7702 (GCA_002272405.1)6.74

1
449

Bacillus subtilis S3B (GCA_012029855.1)25.7

1
33.3

Bacillus subtilis SB8 (GCA_040673955.1)1.6

1
4.4

Bacillus subtilis MSP1 (GCA_009017455.1)0

Bacillus subtilis MSP5 (GCA_009676665.1)0

Bacillus subtilis BD-616 (GCA_035822335.1)454

1
471

0.65
2.15

Bacillus subtilis - (GCA_001286745.1)7

Bacillus subtilis - (GCA_001286885.1)8

Bacillus subtilis - (GCA_001286845.1)9.85

0.96
25.9

Bacillus subtilis B15M1-4W (GCA_030519455.1)456

Bacillus subtilis PMB102 (GCA_018141065.1)458

Root0

NJ tree generated by a cgMLST analysis (based on 1342 loci)

250


